DDX-100US.ST25 
SEQUENCE LISTING 

<110> Jonak, Zdenka L 

Trull i , Stephen H 
Tsui, Ping 
Lane, Pamela A. 

<120> INTEGRIN LIGAND, HUMAN MINDIN 
<130> DDX-100US 

<140> Not Yet Assigned 
<141> 2003-07-24 

<160> 4 

<170> Patentln version 3.2 

<210> 1 

<2U> 996 

<212> DNA 

<213> HOMO SAPIENS 

<400> 1 



atggaaaacc 


ccagcccggc 


cgccgccctg 


ggcaaggccc 


tctgcgctct 


cctcctggcc 


60 


actctcggcg 


ccgccggcca 


gcctcttggg 


ggagagtcca 


tctgttccgc 


cagagccctg 


120 


gccaaataca 


gcatcacctt 


cacgggcaat 


tggagccaga 


cggccttccc 


caagcagtac 


180 


cccctgttcc 


gcccccctgc 


gcagtggtct 


tcgctgctgg 


gggccgcgca tagctccgac 


240 


tacagcatgt 


ggaggaagaa 


ccagtacgtc 


agtaacgggc 


tgcgcgactt 


tgcggaacgc 


300 


ggcgaggcct 


gggcgctgat 


taaggagatc 


gaggcggcgg 


gggaggcgct 


gcagagcgtg 


360 


cacgcggtgt 


tttcggcgcc 


cgccgtcccc 


agcggcaccg 


ggcagacgtc 


ggcggagctg 


420 


gaggtgcagc 


gcaggcactc 


gctggtctcg 


tttgtggtgc 


gcatcgtgcc 


cagccccgac 


480 


tggttcgtgg 


gcgtggacag 


cctggacctg 


tgcgacgggg 


accgttggcg 


ggaacaggcg 


540 


gcgctggacc 


tgtaccccta 


cgacgccggg 


acggacagcg 


gcttcacctt 


ctcctccccc 


600 


aacttcgcca 


ccatcccgca 


ggacacggtg 


accgagataa 


cgtcctcctc 


tcccagccac 


660 


ccggccaact 


ccttctacta 


cccgcggctg 


aaggccctgc 


ctcccatcgc 


cagggtgaca 


720 


ctggtgcggc 


tgcgacagag 


ccccagggcc 


ttcatccctc 


ccgccccagt 


cctgcccagc 


780 


agggacaatg 


agattgtaga 


cagcgcctca 


gttccagaaa 


cgccgctgga 


ctgcgaggtc 


840 


tccctgtggt 


cgtcctgggg 


actgtgcgga 


ggccactgtg 


ggaggctcgg 


gaccaagagc 


900 


aggactcgct 


acgtccgggt 


ccagcccgcc 


aacaacggga 


gcccctgccc 


cgagctcgaa 


960 


gaagaggctg 


agtgcgtccc 


tgataactgc 


gtctaa 






996 



<210> 2 
<211> 331 
<212> PRT 

<213> HOMO SAPIENS 
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<400> 2 

Met Glu Asn Pro Ser Pro Ala Ala Ala Leu Gly Lys Ala Leu Cys Ala 
1 5 10 15 

Leu Leu Leu Ala Thr Leu Gly Ala Ala Gly Gin Pro Leu Gly Gly Glu 

20 25 30 

Ser lie Cys Ser Ala Arg Ala Leu Ala Lys Tyr Ser lie Thr Phe Thr 
35 40 45 

Gly Asn Trp Ser Gin Thr Ala Phe Pro Lys Gin Tyr Pro Leu Phe Arq 
50 55 60 

Pro Pro Ala Gin Trp ser ser Leu Leu Gly Ala Ala His Ser ser Asp 
65 70 75 80 

Tyr ser Met Trp Arg Lys Asn Gin Tyr val Ser Asn Gly Leu Arg Asp 

85 90 95 

Phe Ala Glu Arg Gly Glu Ala Trp Ala Leu lie Lys Glu He Glu Ala 

100 105 110 

Ala Gly Glu Ala Leu Gin ser val His Ala val Phe Ser Ala Pro Ala 
115 120 125 

Val Pro Ser Gly Thr Gly Gin Thr Ser Ala Glu Leu Glu Val Gin Arq 
130 135 140 

Arg His ser Leu val ser Phe val val Arg He val Pro ser pro asd 
145 150 155 160 

Trp Phe val Gly val Asp ser Leu Asp Leu cys Asp Gly Asp Arg Trp 

Arg Glu Gin Ala Ala Leu Asp Leu Tyr Pro Tyr Asp Ala Gly Thr asd 

180 185 190 

ser Gly Phe Thr Phe ser ser Pro Asn Phe Ala Thr lie Pro Gin Asp 
195 200 205 

Thr val Thr Glu He Thr ser ser Ser Pro Ser His Pro Ala Asn Ser 
210 215 220 

Phe Tyr Tyr Pro Arg Leu Lys Ala Leu Pro Pro lie Ala Arg val Thr 
225 230 235 240 
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Leu val Arg Leu Arg Gin ser Pro Arg Ala Phe lie Pro Pro Ala Pro 

245 250 255 

val Leu Pro Ser Arg Asp Asn Glu lie val Asp ser Ala Ser val Pro 

260 265 270 

Glu Thr pro Leu Asp Cys Glu Val Ser Leu Trp ser ser Trp Gly Leu 

275 280 285 

Cys Gly Gly His Cys Gly Arg Leu Gly Thr Lys ser Arg Thr Arg Tyr 
290 295 300 

val Arg val Gin Pro Ala Asn Asn Gly Ser Pro Cys Pro Glu Leu Glu 



Glu Glu Ala Glu Cys val Pro Asp Asn Cys val 

325 330 

<210> 3 
<211> 1020 
<212> DNA 

<213> HOMO SAPIENS 
<400> 3 

ggcacgagcg aagacaggag gaactggagc ctcattggcc ggcccggggc gccggcctcg 60 

ggcttaaata ggagctccgg gctctggctg ggacccgacc gctgccggcc gcgctcccgc 120 

tgctcctgcc gggtgatgga aaaccccagc ccggccgccg ccctgggcaa ggccctctgc 180 

gctctcctcc tggccactct cggcgccgcc ggccagcctc ttgggggaga gtccatctgt 240 

tccgccagag ccctggccaa atacagcatc accttcacgg gcaattggag ccagacggcc 300 

ttccccaagc agtaccccct gttccgcccc cctgcgcagt ggtcttcgct gctgggggcc 360 

gcgcatagct ccgactacag catgtggagg aagaaccagt acgtcagtaa cgggctgcgc 420 

gactttgcgg aacgcggcga ggcctgggcg ctgattaagg agatctaaga ccagagcccc 480 

gcagcccctg gggccccccg gagccatggg gtgtcggggg ctcctgtgca ggctcatgct 540 

gcaggcggcc gagggcacag ggggtttcgc gctgctcctg accgcggtga ggccgcgccg 600 

accatctctg caatgaaggg ccctctggtg gccggcacgg gcattgggaa acagcctcct 660 

cctttcccaa ccttgcttct taggggcccc cgtgtcccgt ctgctctcag cctcctcctc 720 

ctgcaggata aagtcatccc caaggctcca gctactctaa attatgtctc cttataagtt 780 

attgctgctc caggagattg tccttcatcg tccaggggcc tggctcccac gtggttgcag 840 

atacctcaga cctggtgctc taggctgtgc tgagcccact ctcccgaggg cgcatccaag 900 

cgggggccac ttgagaagtg aataaatggg gcggtttcgg aagcgtcagt gtttccatgt 960 

tatggatctc tctgcgtttg aataaagact atctctgttg ctcaaaaaaa aaaaaaaaaa 1020 
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<210> 4 

<211> 290 

<212> PRT 

<213> HOMO SAPIENS 

<400> 4 

Met Glu Asn Pro Ser Pro Ala Ala Ala Leu Gly Lys Ala Leu Cys Ala 
15 10 15 

Leu Leu Leu Ala Thr Leu Gly Ala Ala Gly Gin Pro Leu Gly Gly Glu 

20 25 30 

Ser lie Cys ser Ala Arg Ala Leu Ala Lys Tyr Ser lie Thr Phe Thr 
35 40 45 



Gly Asn Trp Ser Gin Thr Ala Phe Pro Lys Gin Tyr Pro Leu Phe Arg 
50 55 60 

Pro Pro Ala Gin Trp ser ser Leu Leu Gly Ala Ala His Ser Ser Asp 
65 70 75 80 



Tyr Ser Met Trp Arg Lys Asn Gin Tyr val ser Asn Gly Leu Arg Asp 

85 90 95 



Phe Ala Glu Arg Gly Glu Ala Trp Ala Leu lie Lys Glu lie Asp Gin 

100 105 110 

Ser Pro Ala Ala Pro Gly Ala Pro Arg Ser His Gly Val Ser Gly Ala 
115 120 ~ 125 



Pro val Gin Ala His Ala Ala Gly Gly Arg Gly His Arg Gly Phe Arg 
130 135 140 

Ala Ala Pro Asp Arg Gly Glu Ala Ala Pro Thr He Ser Ala Met Lys 
145 150 155 160 

Gly Pro Leu val Ala Gly Thr Gly lie Gly Lys Gin Pro Pro Pro Phe 

165 170 175 



Pro Thr Leu Leu Leu Arg Gly Pro Arg val Pro Ser Ala Leu ser Leu 

180 185 190 

Leu Leu Leu Gin Asp Lys val lie Pro Lys Ala Pro Ala Thr Leu Asn 
195 200 205 

Tyr val Ser Leu val lie Ala Ala Pro Gly Asp Cys Pro Ser ser Ser 
210 215 220 
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Arg Gly Leu Ala Pro Thr Trp Leu Gin lie Pro Gin Thr Trp cys Ser 
ZZ5 230 235 240 

Arg Leu Cys Ala His Ser Pro Glu Gly Ala Ser Lys Arg Gly Pro Leu 

24 5 250 S ' 255 

Glu Lys He Asn Gly Ala val Ser Glu Ala Ser val Phe Pro Cys Tyr 

260 265 270 

Gly ser Leu Cys Val lie Lys Thr lie Ser val Ala Gin Lys Lys Lys 
275 280 285 

Lys Lys 
290 
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